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VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much more
slowly than for HIV-1, particularly for sequences of complete
or near-complete genomes. In selecting the set of sequences
to present here, we eliminated some sequences derived from
the same sample, patient, or isolate. We further omitted a few
that were very closely related. Within each of the protein align-
ments, we have included a slightly different set of sequences,
drawing on both genome-length and subgenomic fragments in
order to best represent viral diversity. Thus for HIV-2, we se-
lected A and B genomes and subgenomic fragments that best
represent the diversity of the virus in that region. We also in-
cluded a single AB CRF and both genomes available from other
HIV-2 groups (G and U).

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins Annotated features

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag p15 start Gag 1 373]
pl5 Gag 135 373
p27 Gag 136 373
p27 Gag 364 375
p2 Gag 365 3751
p2 Gag 381 3751
p8 Gag 382 375
p8 Gag 433 375
pl Gag 434 375
pl Gag 447 375
p6 Gag 448 3751
PTAP motif Gag 458-461  [375)
PSAP in HIV-2 B, U Gag 476-479  [375]
p6 end Gag 510 376)
Gag end Gag 510 3761
Pol p15 start (-1 from Gag) Pol 1 3771
pl5 Pol 67 3771
protease Pol 68 377
protease Pol 166 378l
p51 RT start Pol 167 378l
D catalytic site Pol 276 378l
DD catalytic site Pol 351 370!
p51 RT end Pol 605 3801
p15 RNase H start Pol 606 3801
p15 RNase H end Pol 725 381
p31 Integrase start Pol 726 381
p31 Integrase end Pol 1018 383l
Pol end Pol 1018 383]
Vif start Vif 1 384
Vif end Vif 214 383
Vpx start Vpx 1 3861
Vpx end Vpx 112 3861
Vpr start Vpr 1 3871
Vpr end Vpr 101 387
Tat start Tat 1 388l
T exon 1 end Tat 99 388
E exon 2 start Tat 100 383
@A Tat end Tat 130 388l
< Rev start Rev 1 389)
—aU exon 1 end Rev 24 @
o) exon 2 start Rev 25 389
2 Rev end Rev 107 389
Env start Env 1 3901
signal peptide end Env 22 3901
gp120 start Env 23 3901
V3 Env 311344 [391}
gp120 end Env 525 3931
gp41 start Env 526 3931
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Sequences HIV-2/SIV Proteins

Feature Protein Location Page
Env end Env 879
Nef start Nef 1
R17Y mutation Nef 17
max HIV-1 similarity Nef 153-182
premature stop in Mac239  Nef 93
normal Nef end Nef 262
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
MAC.US .x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
A.CL.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
A.DE.x.BEN M30502 All Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2 U22047 All Kraus, G. ARHR 14(1); 65-77 (1998)
A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY J04498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259] All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GM.x.MCR35 AY509260, All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG J03654 All Zagury, J.F. Proc Natl Acad Sci USA
85(16):5941-5945 (1988)
A.GW.87.CAM2CG D00835 All Tristem, M. J Gen Virol T2(PT 3):721-724
(1991)
A.GW.x.ALI AF082339  All Azevedo-Pereira Unpublished
A.GW.x.MDS 748731 All Becker Unpublished
A.IN.95.CRIK_147 DQ307022 All Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
A.IN.x.NNVA EU980602  All Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986)
B.CIL.88.UC1 L07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993)
B.CI.AB485670 AB485670  All Takekawa Unpublished
B.CIL.x.EHO U27200 All Rey-Cuille, M.A. Virology 202(1):471-476 (1994)
B.GH.86.D205 X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.KR020 AB100245 Al Kusagawa, S. ARHR 19(11):1045-1049 (2003) ”
G.C1.92.ABT96 AF208027  All Brennan, C.A. ARHR 13(5):401-404 (1997) -%
AB.CI.90.7312A L36874 All Gao Unpublished IS
AB.CM.03.03CM_510_03 EU028345 All Yamaguchi, J. ARHR 24(1):86-91 (2008) ;
H2_01_AB.JP.04JP_NMC307 AB499693  All Ibe, S. JAIDS 54(3):241-247 (2010) I7g
H2_01_AB.JP.O7JP_NMC716 AB499694  All Ibe, S. JAIDS 54(3):241-247 (2010) A
H2_01_AB.JP.O8JP_NM(C842 AB499695 Al Ibe, S. JAIDS 54(3):241-247 (2010) %
U.FR.96.12034 AY530889, All Damond, F. ARHR 20(6):666-672 (2004)

MAC.US.x.17EC1
MAC.US.x.17EFR
MAC.US .x.1937
MAC.US .x.2065
MAC.US.x.251_1A11

AY033233
AY033146
AY611495
AY611493
M76764

All
All
All
All
All

Anderson, M.G.
Flaherty, M.T.
O’Connor, D.H.
O’Connor, D.H.
Marthas, M.L.

Virology 195(2):616-626 (1993)
J Virol 71(8):5790-5798 (1997)

J Virol 78(24):14012-14022 (2004)
J Virol 78(24):14012-14022 (2004)

J Med Primatol 18(3-4):311-9
(1989)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB499693
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB499694
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB499695
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033146
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611495
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611493
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
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Sequences

Name Accession  Proteins Author Reference
MAC.US.x.251_32H_PJ5 D01065 All Rud, E.W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US.x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.80035 AY611486/ All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US x.81035 AY599200 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.85013 AY611490 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92050 AY603959  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.92077 AY599201] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93057 AY611492) All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.93062 AY607704, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.95058 AY611494, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95086 AY607703] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95112 AY588946  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96016 AY607701 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96020 AY611488 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96072 AY611491] Al O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96081 AY597209, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96093 AY611489  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96114 AY588945 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96123 AY611487, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96135 AY607702 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97009 AY599199 All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97074 AY599198  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MAC239_87082 AY 600249, All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MM142 Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MAC.US.x.SMM142B BDI131285  All Alizon, M. Patent: JP 2002030099-A 2
29-JAN-2002; INSTITUT
PASTEUR
MAC.US.x.r80025 AY576480  All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.r90131 AY576481] All O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MNE.US.82.MNE_8 M32741 All Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x. MNE027 U79412 All Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.SL.92.SL92B AF334679  All Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.SIVsmE041_1 HMO059825| Gag, Pol, Kirmaier Unpublished
Vif, Vpx,
Vpr
SMM.US .x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ14_15 103295 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJA M31325 All Dewhurst, S. Nature 345(6276):636-640 (1990)
SMM.US.x.PBJ_143 M80193 All Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ_6P6 109212 All Novembre, F.J. J Virol 67(5):2466-2474 (1993)
SMM.US.x.PGM53 AF077017  All Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
STM.US.x.STM M83293 All Novembre, EJ. Virology 186(2):783-787 (1992)
A.GW.86.vcp EU580099| Env Endres, M.J. Cell 87(4):745-756 (1996)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611486
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611490
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY603959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599201
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611492
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607704
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611494
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607703
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588946
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607701
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611488
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611491
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY597209
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611489
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611487
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607702
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599199
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599198
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY600249
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=BD131285
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576481
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM059825
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L03295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80193
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L09212
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU580099
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MAC.US.x.MAC239 87082

MAC.US.x.MM142 —

MAC.US.x.SMM1428B

MAC.US.x.r80025

MAC.US.x.r90131

MNE.US.82.MNE_8 -P

MNE.US.x.MNEO27 -P

SMM.SL.92.SL92B P

SMM.US.SIVsmE@41 1 P

SMM.US.x.F236_H4~ P

SMM.US.x.H9 — P

SMM.US.x.PBJ14 15 P

SMM.US.x.PBJA ~ E
[
P
3
P

w
=
=
[=
* [
XX XX X X X

SMM.US.x.PBJ 143
. .PBJ_6P6
SMM . US . X . PGM53
SMM.US . x.SME543
STM.US.x.STM

AC.US.x.239 VVPGFQALSEGCTPYDINQMLNCVGDHQAAMQIIRDIINEEAADWDLQHPQP. .APQQ.GQLREPSGSDIAGTTSSVDEQIQWMYRQQNPIPVGNIYRRWIQLGLQKCVRMYNPTNILDVKQGPKEPFQSYVDRFYKSLRAEQTDAAVKNWMTQTLLIQNANPDCKLVLK
- v v -
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SLE

P27VP2 pZVPS pSVPI plvpﬁ PTAP motif PSAPin HIV-2B, U
MAC.US.x.239 GLGVNPTLEEMLTACQGVGGPGQKARLMAEALKEALA. . PVPIPFAAAQQRGP . . RKPTKCWNCGKEGHSARQCRAPRRQGCWKCGKMDHVMAKCPDRQAGFLGLGPWGKKPRNFPMAQVHQGLM. . . PTAPPEDPAVDLLKNYMOLGKOQREKO 484
A.CI.88.UC2 M . RT.. K N R i . A .
A.DE.x.BEN
A.DE.x. PEIZ
A.GH.x.GH1
A.GM.87.D194
A.GM.x.ISY
A.GM.x.MCN13
A.GM. x.MCR35
A.GW.86.FG
A.GW.87.CAM2CG
A.GW.x.Al
A.GW.x.M
A.IN.95 CRIK 147
A.IN.x.NNVA
A.SN.SS ROD
B.CI.88.
B.CI.AB485670
B.CI.x.EHO . A
B.GH.86.D205 T. - T -P- PMNPAEGMTPRGAT S---A -EM--S---M-R
B.JP.01.KR0O20 M E V»-AP--ILPSAPPMNPAENMTPOGAM S---A»»--EM--D ----- RK
G.CI.92. ABT96
AB.CI.90 . . - - -
AB.CM.03. 03CM 510_03 M . . --QG-1-5---E--V- T--P--VTPSAPPMNPAEXMTPQGVT -5- - -A
H2 01 AB.JP. 04JP7NMC307 .. . --TG-N--N- A---P-EVVPSAPPMDTAESKTHQRVT-S- - -A
H2"01”AB.JP.07JP_NMC716 . . --TG-N--N- A---P-EVVPSAPPMETAESKIYQRVT-S- - -A
H2”01”AB.JP.08JP_NMC842 . . A---P-EVVPSAPPMDTAESKTYQRAI-S---A
U.FR.96.12034 .. . N E-PG-N--S--ETKV-------- S P---TPTAPP...AEP.AVDLLT----- Accmemn-
MAC.US.x.17ECL 4
MAC.US.x.17EFR -
MAC.US.x.1937 4
MAC.US.x.2065 4
MAC.US.x.251 1Al -
MAC.US.x.251"32H PJ5 4
MAC.US.x.251 BK2 4
MAC.US.x.80035 484
MAC.US.x.81035 484
MAC.US.x.85013 484
MAC.US.x.92050 484
MAC.US.x.92077 484
MAC.US.x.93057 484
MAC.US.x.93062 484
MAC.US.x.95058 484
MAC.US.x.95086 484
MAC.US.x.95112 484
MAC.US.x.96016 484
MAC.US.x.96020 484
MAC.US.x.96072 484
MAC.US.x.96081 484
MAC.US.x.96093 484
MAC.US.x.96114 484
MAC.US.x.96123 484
MAC.US.x.96135 484
MAC.US.x.97009 484
MAC.US.x.97074 484
MAC.US.x.MAC239 87082 484
MAC.US.x.MM142 — 4
MAC.US.x.SMM142B 480
MAC.US.x.r80025 484
MAC.US.x.r90131 484
MNE.US.82.MNE 8 480
MNE.US.x.MNE®27 480
SMM.SL.92.SL92B 481
SMM.US.SIVsmEO41 1 V 485
SMM.US.x.F236_ V--K- 481
SMM.US.x.H V--K- 481
SMM.US.x.PBJ14_15 V--K- 481
SMM.US.x.PBJA V--K- 481
SMM.US.x.PBJ_143 V--K- 481
SMM.US.x.PBJ”6P6 V--K- 481
SMM. US. x.PGM53 V--K- 481
SMM. US.x.SME543 V--K- 481
STM.US.x.STM ---Q-. 481

HIV-2/SIV Proteins
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AIS/C-AIH

p6 end

Gag end’

d
AC.US.x.239 ~ RESREKPYKEV..................

.88.UC2 --Q--R----- TEDLLHLEQGETPRREA. - -----------

.X.BEN -TEDLLHLEQRETPHREE .
.X.PEI2 -TEDLLHLEQGETPHKEA
X.GH1 -TEDLLHLEQGKAPHREA
87.D194 -TEDLLHLEQGETPHRGA
.x.ISY -TEDLLHLEQGETPHRET
.X.MCN13 -TEDLLHLEQGEAPCRET.
.X.MCR35 TEDLLHLEQGEAPYRET .

O WOWWWW >>>>>>>>>>>>>R>> 2
)
=

X MDS
.95 CRIK 147

.86.FG
.87.CAM2CG
X.

EDLLRFEQAETPCRET.
EDLLHLEQGEAPCRET.

EDLLHLEQGETPHKEV.
TEDLLHLEQGKTPCKET.

385 ROD --Q--

1.88.UC1
.AB485670
x.EHO
.86.D205
.01.KRO20
.92.ABT96
AB.CI.90.

7312A
AB.CM.03.603CM_510_ 63 ~  ----- R

H2_01 AB.JP. 04JP NMC307
H2"01 AB.JP.07JP_NMC716
H201"AB.JP. GSJPiNMCSAZ

U.FR.96.12034

XXX X XXX X X X X X X XX X X X X X X X X X X X X X X X X X
= © =
Iy
jar
N

.82.MNE_8
.X.MNEO27

.92.5L92B
STVsmE041 1
F236_H4~

[
x

roel1sl

9

PBJ14 15
PBJA ~
PBJ 143
PBJ_6P6
PGM53
SME543
STM

m m: mmmmmmmm mm
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fol pl5 start (-1 from Gag) pli/pruteasc
MAC.US.x.239 FFRPWSMGKEAPOFPHGSSASGADANCSPRGPSCGSAKELHAVGQAAERKAER .............. KQREALQ.GGDRGFAAPQFSLWRRPVVTAHIEGQPVEVLLDTGADDSIVTGIELGPHYTPKIVGGIGGFINTKEYKNVEIEVLGKRIKGTIMTGDTPINIFGR 155
A.CI.88.UC2 ---DGLT------L-R-P- S----T ST- SRSGS PV R IF- A EK- -GAEGETIQGGDG.RLTAPRAG-DTS-.R----L-------- K------ Y--D---o-mimem e A----- DN v 68
A.DE.x.BEN .GLAAPRAE DTS-. K 68
A.DE.x. PEIZ .GLTAPRTR-DTT-. 68
A.GH.x.GH1 .RLTAPRAGKSTS-. 68
A.GM.87.D194 .GLTAPRAG*D—P—.R 68
A.GM.x.ISY .GLAASRAR-DTT-. 68
A.GM.x.MCN13 .GLTAPRAG-GTM-. 68
A.GM. x.MCR35 .GLTAPRAG-STI-. A 68
A.GW.86.FG .GLTAFRAG-DTM- . A 68
A.GW.87.CAM2CG IY»AREK--GAETE IQRGDR.GLTAPRTR-GPM- A 68
A.GW.x.A -P-GAVY-A-EK-K-AEREAIQRGDG . GLTAPRAG-DTT A 68
A.GW.x.M RS-S PTG-1IY-AREK--GAERETIQRGDR.GLAAPRAGKDTM- A 68
A.IN.95 CRIK 147 -R-P-ST--NT-STSN-S-S-PTG-IY-AREK--GAERETIQGGDR.GPTAPRAG-GT - A 68
ALIN.x.NNVA -R-PNPA- -NT-ST-N-5-5-PIG-IY-AREK- - GAERETIQGGDR . GPTAPRAG-ST-R. -N- -RL - A 68
Ao " ROD ~R-P-SA---T-5T-5-5-5--TG-IY-AREKT - -AERETIQGSDR . GLTAPRAGGDTI - GATN- - L - A 69
B.CI.88. -S-TI-T- D---R HDTSGGDTIC-PC-SSSGDAEKLHEDGETAEREP--T A 69
B.CI.AB485670 4 EG-TI-T-D--NT-HDTSGCDSICTPC-SSSGDAEKLHAAREAAEREP- - 69
B.CI.x.EHO -S---R##GTP DS-I-A- DE--IRHDTSGCDSICTPC SSRGDAKELHATREEAEGE---T A 67
B.GH.86.D205 TL----S-L--DP----S-TI-T-DE--R-HDT: TIC-PC-SSSGDAEKLHADGETTEREP--T A 69
B.JP.01.KR0O20 ---I-PL----S-L- CSP TP-DT-I- TTNE-»REHDTSGCNAIC PC- SSSGDVEGLHAAREKAERG G-T--. A 69
G.CI.92. ABT96 <+-V-TL----S-L--DP-P--S-SISTTD- - -SRPTE- - -X-EE-KG. ...\ vvoenvrenns AEKQT--. - -~ A 151
AB.CI.90 ---A-TL- - -A- -R- -PC- A 169
AB.CM.03. 03CM 510_03 ---VRTL----S-L--DPG---S-TI-T-DE--RXHDTSGGDTIC-PC-SSSGDAEKLHADGETTEREP--T 169
H2 01 AB.JP.04JP NMC307 ---A-TL----S-L-R-P----GG-I-A-D-H-REQDTSEGDTIC- PC-SSSGDAKKLHATGEAAEREA- - T 169
H2"01"AB.JP.07JP NMC716 seeVeTL- - -GG-I-A-D-N-REQDISESDTIC-PC- SSSGDAKKLHATGEATEREA- - T 169
H201"AB.JP.08JP_NMC842 ---X-TL----5-L-R-P----GG-I-T-D-H-REQDISEGDTIC-PC-SSSXDAXKLHATGEAAEREA- -T- - 169
U.FR.96.12034 ---A-PL--K-S-L---P-PA-T-P-SPSSRT-S- - -DPDSPSSGPSSGS -KELHATGQE. . . .TKGE---TI-. 165
MAC.US.x.17ECL . 55
MAC.US.x.17EFR 55
MAC.US.x.1937 55
MAC.US.x.2065 55
MAC.US.x.251 1Al 55
MAC.US.x.251"32H PJ5 55
MAC.US.x.251 BK2 51
MAC.US.x.80035 55
MAC.US.x.81035 55
MAC.US.x.85013 55
MAC.US.x.92050 55
MAC.US.x.92077 55
MAC.US.x.93057 55
MAC.US.x.93062 55
MAC.US.x.95058 55
MAC.US.x.95086 55
MAC.US.x.95112 55
MAC.US.x.96016 55
MAC.US.x.96020 55
MAC.US.x.96072 55
MAC.US.x.96081 55
MAC.US.x.96093 55
MAC.US.x.96114 55
MAC.US.x.96123 55
MAC.US.x.96135 55
MAC.US.x.97009 55
MAC.US.x.97074 55
MAC.US.x.MAC239 87082 55
MAC.US.x.MM142 — 51
MAC.US.x.SMM142B 51
MAC.US.x.r80025 55
MAC.US.x.r90131 55
MNE. US. 82, MNE_8 A 121
MNE.US.x.MNE®27 A 151
SMM.SL.92.SL92B A 48
SMM.US.SIVsmEO41 1 A 51
SMM.US.x.F236_ A 51
SMM.US.x.H A 51
SMM.US.x.PBJ14_15 A 51
SMM.US.x.PBJA A 51
SMM.US.x.PBJ_143 A 51
SMM.US.x.PBJ”6P6 A 51
SMM. US. x.PGM53 A 51
SMM. US.x.SME543 51
STM.US.x.STM A 151
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AIS/C-AIH

proteasg/pSl RT start D catalytic site
MAC.US.x.239 NLLTALGMSLNFPIAKVEPVKVALKPGKDGPKLKOWPLSKEKIVALREICEK MEKDGQLEEAPPTNPYNTPTFAIKKKDKNKWRMLIDFRELNRVTQDFTEVQLGIPHPAGLAKRKRITVLDIGDAYFSIPLDEEFRQYTAFTLPSVNNAEPGKRYIYKVLPQGWKGSP 324
A.CI.88.UC2 -I---------L-V-RI--I-IT VE--K E I K Vv 33
A.DE.x.BEN I -L-V--I--I--T
A.DE.x. PEIZ I L-v D-I--I
A.GH.x.GH1
A.GM.87.D194
A.GM.x.ISY
A.GM.x.MCN13
A.GM. x.MCR35 -1
A.GW.86.FG -V
A.GW.87.CAM2CG I
A.GW.x.A I
A.GW.x.M I
A.IN.95 CRIK 147 I
A.IN.x.NNVA I
A.SN.SS ROD I
B.CI.88.
B.CI.AB485670
B.CI.x.EHO --SK
B.GH.86.D205 NWVF - . TRQV -
B.JP.01.KR0O20 T---T E E
G.CI.92. ABT96
AB.CI.90 -I-NT---T-
AB.(CM.03. 03CM 510_03 -I-NTX--T-
H2 ©1 AB.JP.04JP NMC307 -IXSX--
H2"01”AB.JP.07JP_NMC716 -I-S-
H2”01”AB.JP.08JP_NMC842 -I-S-
U.FR.96.12034
MAC.US.x.17ECL
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239 87082
MAC.US.x.MM142 —
MAC.US.x.SMM142B
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE 8
MNE.US.x.MNEG27

SMM.SL.92.SL92B

SMM.US.SIVsmEOG41 1 R
SMM.US.x.F236_ R
SMM.US.x.H R
SMM.US.x.PBJ14_15 R
SMM.US.x.PBJA R
SMM.US.x.PBJ_143 R
SMM.US.x.PBJ_6P6 R
SMM. US. x.PGM53 R
SMM.US.x.SME543 R
STM.US.x.STM R
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MAC.US.x.239
CI.88.UC2

.X.BEN
DE.x.PEI2
.X.GH1
GM.87.D194
M. x.ISY
GM.x.MCN13
GM. x.MCR35
.86.FG
GW.87.CAM2CG
Xx.ALI
x.MDS
IN.95.CRIK 147
.X.NNVA —
SN.85.R0OD
I1.88.UC1
CI.AB485670
.x.EHO
GH.86.D205
JP.01.KRO20

CI.92.ABT96
AB.CI.90.7312A
AB.CM.03.03CM 510 03

H2 01 AB.JP.04JP NMC307
H201"AB.JP.07JP NMC716
H201-AB.JP.08JP NMC842
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>
[
=

MAC.US.x.17ECL
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1Al11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239 87082
MAC.US.x.MM142 —
MAC.US.x.SMM142B
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE 8
MNE.US.x.MNEG27

SMM. SL.92.5L92B
SMM.US.SIVsmE@41 1
SMM.US X .F236_
SMM.US . x - H
SMM.US.X.PBJ14_15
SMM.US . X . PBIA
SMM.US.x.PB] 143
SMM.US . x.PBI_6P6
SMM.US . X . PGM53
SMM.US . X SME543
STM.US.x.STM

DD catalytic site

HIV-2/SIV Proteins
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AIS/C-AIH

MAC.US.x.239
CI.88.UC2

.X.BEN
DE.x. PEIZ

.X.GH1
GM.87.D194
M. x.ISY
GM.x.MCN13
GM. x.MCR35

.86.FG
GW.87.CAM2CG
X.
X.
IN.95 CR%K 147

as" ROD
1.88.
CI.AB488670
G 365h20s
JP.01.KRO20

CI.92. ABT96
AB.CI.90
AB.(CM.03. 03CM 510_03
H2 ©1 AB.JP.04JP NMC307
H201AB.JP.07JP_NMC716
H2_01_AB.JP.08]P_NM(C842
U.FR.96.12034

I
“o- A S A
--Q-NL----T--V--GNR--

O WWWWW >>>>>>>>>>>>>>>
[
=

MAC.US.x.17ECL
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239 87082
MAC.US.x.MM142 —
MAC.US.x.SMM142B
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE 8
MNE.US.x.MNEG27

SMM. SL.92.5L92B N-
SMM.US.SIVsmE@41 1
SMM.US X .F236_
SMM.US . X . H
SMM.US.X.PBJ14_15
SMM.US . X . PBIA
SMM.US.x.PB] 143
SMM.US . X .PBI_6P6
SMM.US - X . PGM53
SMM.US . X SME543
STM.US.x.STM

<< <

<< <<<<<<<<

bttt sl sl sl sl st el et sl st

< <<<<<<<<<

p51RT en(L):lS RNase H start
TVIKSODNOWSYKIHQEDKILKVG KFAKIKNTHTNGVRLLAHVIOKIGKEAIVIWGQVPKFHLPVEKDVWEOWWTDYWOVTWIPEWDFISTPPLVRLVFNLVKDPIEGEETYYTDGSCNKOSKEGKAGYITDRGKDKVKVLEUTTNOQAELEAFLMALTDSGPKANIIV
E Y DN Vv R A

—H >rrr>>>D>

<

M MMM

< <<<<<<<<<H <<

<<<<<<<<<<
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18¢

pl15 RNase H enu3l Integrase start

MAC.US.x.239 . EKTEPAQEEHDKYHSNVKELVFKFGLPRIVARQIVDTCDKCHQKGEAIHGQANSDLGTWQMDCTHLEGKITIIVAVHVASGFIEAEVIPQETGRQTALFLLKLAG
CI.88.UC2 VASQ I D EAV I \ . E I---I S S
A-Q N-T EAV

.x.BEN
DE.x.PEI2
.X.GH1
GM.87.D194
M.x.ISY
GM.x.MCN13
GM. x.MCR35
.86.FG -SH---I-KL-
GW.87.CAM2CG -CH--DI-QL-
X.ALI -SH-----NL-
x.MDS
IN.95.CRIK 147
.x.NNVA ~
SN.85.R0OD
I.88.UC1
CI.AB485670
.x.EHO
GH.86.D205
JP.01.KRO20

CI.92.ABT96
AB.CI.90.7312A
AB.CM.03.03CM 510 03

H2 01 AB.JP.04JP NMC307
H201"AB.JP.07JP NMC716
H201-AB.JP.08JP NMC842
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>
[
=

MAC.US.x.17ECL

MAC.US.x.17EFR

MAC.US.x.1937

MAC.US.x.2065

MAC.US.x.251 1Al11

MAC.US.x.251"32H PJ5

MAC.US.x.251 BK2

MAC.US.x.80035

MAC.US.x.81035

MAC.US.x.85013

MAC.US.x.92050

MAC.US.x.92077

MAC.US.x.93057

MAC.US.x.93062

MAC.US.x.95058

MAC.US.x.95086

MAC.US.x.95112

MAC.US.x.96016

MAC.US.x.96020

MAC.US.x.96072

MAC.US.x.96081

MAC.US.x.96093

MAC.US.x.96114

MAC.US.x.96123

MAC.US.x.96135

MAC.US.x.97009

MAC.US.x.97074

MAC.US.x.MAC239 87082

MAC.US.x.MM142 —

MAC.US.x.SMM142B

MAC.US.x.r80025

MAC.US.x.r90131

MNE .US.82.MNE_8 -K

MNE.US. x.MNE@27 -K

SMM.SL.92.5L92B -K

SMM.US.SIVsmEO41 1 -K V-AE-
SMM.US.x.F236_ -K V-AE-
SMM.US.x.H -K V-XX-
SMM.US.x.PBJ14_15 -K V-AE-
SMM.US.x.PBJA -K V-AE-
SMM.US.x.PBJ_143 -K V-XX-
SMM.US.x.PBJ”6P6 -K V-AE-
SMM. US. x.PGM53 -K V-AE-
SMM. US.x.SME543 -K V-AE-
STM.US.x.STM K V-AE

HIV-2/SIV Proteins
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AC.US.x.239

O WOWWW >>>>>>>>>>>>>>> 2
)
=

CI.

AB.C
AB.C
H2_ 0
H2-0
H2-0
U.FR

1.88.UC1
.AB485670

.96.12034

.US.x.17EC1

.US.x.17EFR

.US.x.1937

.US.x.2065

.US.x.251 1Al11

.US.x.251"32H P35

.US.x.251"BK28

US.x.80035

US.x.81035

US.x.85013

US.x.92050

.US.x.92077

.US.x.93057

US.x.93062

US.x.95058

US.x.95086

.US.x.95112

US.x.96016

US.x.96020

US.x.96072

.US.x.96081

US.x.96093

US.x.96114

US.x.96123
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R--R--N5--SI-L-RK-NNRAQ-GS-Q-F: E--eeeeiiiiiin -
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MAC.US.x.92050
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MAC.US.x.95086
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MAC.US.x.96020
MAC.US.x.96072
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MAC.US.x.96093
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MAC.US.x.97009
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Rev start exon 1 end exon 2 start Rev end

MSNHEREEELRKRLRLIHLLHOTNPYPTGPGTANORRORKRRWRRRWOQLLALADRIYSFPDPPTDTPLDLAIQQLONLAIESIPDPPTNTPEALCDPTEDSRSPOD..
-CEKAD-»--OR .SNQGLAET. .

. TAQAFTCIP VWDQLVPRSNPSSNEGCERDSCEHRKSPMESSQKDSGSNHRDPQEDQTRT -
.. TTQAFACIP-VWDQLAPRSNPSSNEGCGRDSCERGKSPMGSSQKNGGGNHRGPQENQTRT -
N---S .TAQASTCIP- IWDQLVPRSNPSSSOGCGRDSCERGEDLVGSPOESGRRDHCNTQEDOTRG-
-1 - R----TV-DL-N--P- LNOSPTTQAPGCVP VWDQLVPRSAPSGSKGYGRNSCECRRDLMGGSQESGESNHRDPQENQTR
------ GL-I-----Q- HPL--S--EE--N----»»-K TV-DL-T---S TAQ-STCIP- IWDRLVPRSNPSSDEGCGRDSYKHRKGPMGGSOKNSEGNRRDPQEDOTRTR

.TTQAPVCVP IWDRLVPRSSPSSSGGYGRDSCEHREDLMGGSQEDGEGNHRSPQKNQTGA -
. . TTQAPVCIP- VWDRLVPRSAPSSSEGYERDSCECGRDLMGSSQGGGESDPRDPQKNQTRT -
.. TTQAPACAP - IWDQLVPRSNPSRSEGCGRDSYEHQQDPMGGSQKDGEGNHRNPQKNQTRT -
T--DL-N---SS-...TTQAPACTP-VWDQLAPRSSPSRREGCGRDSCERQQDHMGGSQKNGEGNHRDPQKDQTRT -
T--DL-N---SS- ..TIQGPARTP VWDOLAPRSSPSRCESCGRDSYEROODHMGGSQEGGEGNHRNPQKXOTRT-
--QDL-E--AVV--H. .

TTR-- .
NAR-K. .D-Q-----L-
“NTR-K. .D-Q---G-L-
TAR-K..D-Q-G---L-

--DL-N---S5-

XD

=
20202020 20 20 20 20 20 20 < 20 X< 20 20 20 20 20 0 0 0

=
bl

D-SL-N--
G----DL-

X VDDV VDVDDID 0D 2030

- FETE-##-
- DQ-E#.Ho--ao--

AKS-
A-N.

Z2 VXD OOVNDZ =22

HIV-2/SIV Proteins

N COOOOSO

G pudyuy

oS W

B8 =

OO OO0 OOOOOOOD \© W

0
O 2%

AY

SuI0IJ ATS/T-ATH



06¢

1102 winipuadwo)) dudanbag ATH

AIS/C-AIH

AC.US.x.239
CI.88.Uﬁ2

x.MDS
IN.95.CRIK 147
.x.NNVA ~
SN.85.R0D
1.88.UC1
CI.AB485670
.x.EHO
GH.86.D205
JP.01.KRO20
CI.92.ABT96
AB.CI.90.7312A
AB.CM.03.03CM 510_03
H2_ 01 AB.JP.04JP_NMC307

H2-01 AB.JP.07JP NMC716
H2-01”AB.JP.08IP_NMC842

U.FR.96.12034

O WIII® >>PBBBE>E>>>>>>R> X
o)
=
®
<
o
p=
=o
N
o
o

MAC.US.x.17EC1
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239_87082
MAC.US.x.MM142
MAC.US.x.SMM1428B
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE
MNE.US.x.MNEO27
SMM.SL.92.5L92B
SMM.US.x.F236_H4
SMM.US.x.H9 ~
SMM.US.x.PBJ14_15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543
STM.US.x.STM

signal peptide eniﬂplzo start
Env start

MGCLGNQLLIAILLLSVYGIYCT LYVTVFYGVPAWRNATIPLFCATKNRDTWGTTQCLPDNGDYSEVALNVTESFDAWNNTVTEOAIEDVWOLFETSIKPCVKLSPLCITMRCNKSETDRWGLTKSITTTASTTSTTASA

-EPGR- - - -AV---T-ACL---K..Q

<GK-L-FV-S--A-A-L----,.

~AYSSSC-P-TL----IC-FTXK. .

- -GK-L-FV-S--A-ACL--S- .KK- -

- -GK-L-F--5--T--SL--SA.KK- -

WGK-L-F--5--A-ACL--S-.
-L-C-NACV-

OUUDDOUDUDOD

VA-N--PVTGNNTNA AKP - AARP -

-NP
SRVOGNTTTPNPRTSSSTTSRPP-

T»»»VQ E--STS-ESSNS-SEGS-VP.
T---VA-S--STTNNTTTTGSTTGM.
T---VA-N--ITSGTTATPSPP
T»»-V--N--A»TE AVAT - SPSG|

T---V-----T-T-TTTTAPT-TSAGSTA-P.
T---VA-E- KNR——GNATT APT--PEINET.
-K-SST-SSTGNN-T-KS-STT--TP

T---VA----NTG-NTTTKPITTPI-TTKP
VA-N-STNN-RTNNT-A-T--GN---P

-NPGNAS
“SNLN-TANTT-ANNI-A.

T-XXVA-N-TTT-ATPQNT-TRN
T---VA-N-TN.A-SSTNI-RPXS-ID
T---VA-N-TN, . - TKSNTNGNVNI . .
T---VA-N-TNTN-NTTNTPT-S-

T-

S T--NK-- - -GTT-V-PA-VP- -KM
T-_VA-S--STTATTTPPSTTNN- -TTEPT- ...

....... KVDMVNETSSCIAODNCT.GL

RNTTIS-N-P--RA---S. -
PL.-NT--MHAN--5
TEIS-NT--VRG---5.
QEQETS-DTP-ARA---5.
(SENLL-D -P-KN.T-P.
L. IV---AIP S

. .VTAEL--S--Q-LMY-

.GGPEI- - -FP-MRT- -
. TTIIEDNDP--SRN-

NITTTEI-X----- QR-S

L P
—S——ITTAAP S-PVSE

TO
“GTPAP-TTQ-T--QASTTPTSPITAKV- -DSDP- -KIN-
-GTPAP-TTQ-T--QASTTPTSPITAKV- -DSDP- -KIN-
-GXPAP-TTQ-T--QASTTPTSPITAKV- -DSDP- -RSN-
-GTPAP-TTQ-T--QASTTPTSPITAKV- -DSDP- -KIN-

<-NEIP-TT--T--K.
-GRAE--TTAK---S. .

. SPKAEAITAKVI - -SDP- - SNN

LTTTTTVTPKVI--GD---KNNS-A. - -
T-PEL
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AC.US.x.239 EUEOMISCKFNMTGLKRDKKKEYNETWYSADLVCEOGNN TGNESRCYMNHCNTSVIQESCDKHYWDAIRFRYCAPPGYALLRCNDTNYSGFMPKCSKVVVSSCTRMMETQTSTWFGFNGTRAENRTYIYWHGRDNRTIISLNKYYNLTMKCRRPGNKTVLPVTIMSGLY 329
CI.88.UC2

N

x.MDS
IN.95.CRIK 147
IN.x.NNVA I---P V———PDSTTSTRNNSSSGQ MR- WYMRD—
SN.85.R0OD GE-ET-N-Q------E-----Q-------K-V---T.--.5T-QTQ
CI.88.UC1 GL-NTVD-Y- R--E--Q-KD---EK--E- NGNS
CI.AB485670 RQ-ER-Q--D---RR--E
.x.EHO
GH.86.D205
JP.01.KRO20
CI.92.ABT96
AB.CI.90.7312A G
AB.CM.03.03CM 510_03 -N-E-VT-N-S----EQ
H2_ 01 AB.JP.04JP_NMC307 GE-E-VQ-Q-D-I--E--
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U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239_87082
MAC.US.x.MM142
MAC.US.x.SMM1428B
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE
MNE.US.x.MNEO27
SMM.SL.92.5L92B
SMM.US.x.F236_H4
SMM.US.x.H9 ~
SMM.US.x.PBJ14_15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US.x.SME543
STM.US.x.STM
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CI.AB485670
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485

-N-TSQK.

S-ITN-TF- .
- “KDPKN-TFA'

.- D-RN-SFA.

.--D-KX-TF-.
.--D-RN-TF-.
-<D-T---F-.

H2 01 AB.JP.04JP_NMC307
H2-01 AB.JP.07JP NMC716
H2-01”AB.JP.08IP_NMC842

U.FR.96.12034

MAC.US.x.17EC1
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239_87082
MAC.US.x.MM142 —
MAC.US.x.SMM1428B
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE
MNE.US.x.MNEO27
SMM.SL.92.5L92B
SMM.US.x.F236_H4
SMM. US -
SMM.US.x.PBJ14_15
SMM. US JA
SMM.US.x.PBJ_143

SME543
STM
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gpl20 endvgpétl start

MAC.US.x.239 VAELYRLELGDYKLVEITPIGLAPTDVKRYTTGGTSRNKRGVFVLGFLGFLATAGSAMGAASLTLTAOSRTLLAGIVOOOOQLLDVVKRQQELLRLTVWGTKNLOTRVTAIEKYLKDQAOLNAWGCAFROVCHTTVPW . PNASLTPKWNNETWQEWERKVDFLEENI 651
CI.88.UC2 L S I A S .

.X.BEN
DE.x.PEI2

AUy

£6€

A.

A.

A.

A.

A.

A.GM.x.ISY

A.GM.x.MCN13

A.GM. x.MCR35 S-
A.GW.86.FG 3
A.GW.86 VCH S-
A.GW.87.CAM2CG 3
A.GW.x 3
A.GW.X.MDS 2
A.IN.95 CRIK 147 3
A.IN.X 3
A.SN.85 ROD 2
B.CI.88.UCL N
B.CI.AB485670 S-
B.CI.x.EHO S-
B.GH.86.D205 B
B.JP.01.KR020 S
G.CI.92.ABT96 e R DALGA-KT-E-Q- - -M- - - - - -KQIN- - -D- -
AB.CI.90.7312A F---SE---SST.PG-H- S- ..
AB.CM.03.03CM_510_03 F---TEG--SST.PG--- 3
H2 01 AB. JP 04JP NMC307 F---AE---SS..PG-H- S-
H2 01" AB 7IP_NMC716 F---EQ---5S..PG-H- 3
H2-01-AB. JP OSJP NMC842 F--»EO---SSD XX-H- 5-
U.FR.96.12034

MAC.US.x.17ECL

MAC .US . x.17EFR

MAC.US . x.1937

MAC .US . X . 2065

MAC.US.x.251 1A11

MAC.US.x.251"32H PJ

MAC .US . x.251 BK28

MAC.US . x.80035

MAC .US . x.81035

MAC .US . x.85013

MAC . US . x. 92050

MAC.US . x.92077

MAC.US . x.93057

MAC .US . x. 93062

MAC .US . x.95058

MAC.US . x.95086

MAC.US . x.95112

MAC .US . x.96016

MAC.US . x. 96020

MAC . US . x.96072

MAC . US . x. 96081

MAC.US . x.96093

MAC.US.x.96114

MAC .US . x.96123

MAC.US.x.96135

MAC.US . x.97009

MAC.US.x.97074

MAC .US . x.MAC239 87082

MAC.US . x.MM142 "~

MAC .US . x . SMM142B

MAC.US. x.r80025

MAC.US.x.r90131

MNE .US.82.MNE_8

MNE .US . X .MNEG27

SMM.SL.92.5SL92B S-
SMM.US.x.F236_H4 2
SMM. US . x . H9 S-
SMM.US.x.PBJ14_15 3
SMM.US.x.PBIA 2
SMM.US.x.PB]_143 3
SMM.US.x.PB] 6P6 3
SMM. US . x . PGM53 2
SMM.US.x.SME543 S-
STM.US.x.STM s

HIV-2/SIV Proteins

SuI0IJ ATS/T-ATH



1419

1102 winipuadwo)) dudanbag ATH

AIS/C-AIH

MAC.US.x.239 TALLEEAQIQQEKNMYELQKLNSWDVFGNWFDLASWIKYIQYGVYIVVGVILLRIVIYIVQMLAKLRQGYRPVFSSPPSYFQQTHIQQDPALPTREGKERDGGEGGGNSSWPWQIEYIHFLIRQLIRLLTWLFSNCRTLLSRVYQILQPILQRLSATLQRIREVLRTELT 821
A.CI.88.UC2 SQS T I-A---A--V R G I .TA--DW- -LKAA
A.DE.x.BEN - L-SRl K- RG! DS D N-VQ HL YN T DW- -LKAA
A.DE.x.PEI2

A.GH.x.GH1

A.GM.87.D194

A.GM.x.ISY

A.GM.x.MCN13 RA
A.GM. x.MCR35 »ISLT R-AF-S-QRA-TA--DW- - -DAA
A.GW.86.FG -ISP-----F-S-QRA-TA--DW- - LKAA
A.GW.SS.VCﬁ .
A.Gw.87.CA 2CG

A.GW.x.Al

A.GW.x.M

A.IN.95 CRIK 147

A.IN.x

A.SN.SS ROD

B.CI.88.UC1 --IP- RKHRGQ AN ET DE--NE-AYR--

B.CI.AB485670 -T--IP-HKHRGQ-AN-ET-DE--RE-DYR--

B.CI.x.EH -T--IP-RK-RGQ-AN-ET- EG**NNE YR--

B.GH.86.D205 T HL -T--IP-RK-RGQ-AN-ET-EG--ND-DYR--

B.JP.01.KR0O20 -L- -V--IP- HKGOGR AS-ET-EG--DDEDYR- -

G.CI.92.ABT96

AB.CI.90.7312A --G----IR-HK-QEO-AN-ET-EG--ND--YR

AB.CM.03.03CM 510 03 A S SG-V--I--HT-QGQ--S-ET-EG--ND-DYR--

H2 01 AB.JP.04JP_NMC307 -IVI---I--V--LXSR--R- -G----IR-HKHREQ-AN-ET-EG--SDE-YR- -

H2"01 AB.JP.07JP_NMC716 Q S F -IVA---I--V----GR--K- -G-L--IR-HKHREQ-AN-ET-EG--SDE-YR- -

H2”01”AB.JP.08JP_NMC842 V--L-GR--R- -G-L--IR-HKHREQ-DN-ET-EG--NDE-YR--

U.FR.96.12034 V--VYL-L-V-A-I-I- V--L-GS--K- -VE-IP--R-QEQ--KGEI-EGA-DS--YR

MAC.US.x.17EC1

MAC.US.x.17EFR

MAC.US.x.1937

MAC.US.x.2065

MAC.US.x.251 1Al1

MAC.US.x.251"32H PJ5

MAC.US.x.251 BK28

MAC.US.x.80035

MAC.US.x.81035

MAC.US.x.85013

MAC.US.x.92050

MAC.US.x.92077

MAC.US.x.93057

MAC.US.x.93062

MAC.US.x.95058

MAC.US.x.95086

MAC.US.x.95112

MAC.US.x.96016

MAC.US.x.96020

MAC.US.x.96072

MAC.US.x.96081

MAC.US.x.96093

MAC.US.x.96114

MAC.US.x.96123

MAC.US.x.96135

MAC.US.x.97009

MAC.US.x.97074

MAC.US.x.MAC239 87082

MAC.US.x.MM142 —

MAC.US.x.SMM142B

MAC.US.x.r80025

MAC.US.x.r90131

MNE.US.82.MNE 8

MNE.US.x.MNEO27

SMM.SL.92.5L92B -H--I---R-QE--AK--T-GE

SMM.US.x.F236_H4 L -A- V--IP HKGQEP--K—-E-G---DR--SR--

SMM.US.x.H9

SMM.US.x.PBJ14 15

SMM.US.x.PBJA

SMM.US.x.PBJ_143

SMM.US.x.PBJ_6P6

SMM.US.x.PGM53

SMM.US.x.SME543

STM.US.x.STM [ P Vo s T--VR------- L-T-LVM--VA---M-L--R--K-=--=-ccmn- CR--1P- HKGOEO--K--T EG--DR--IN-------- LT [VZ—— YN-F-AC---T--T-H-TF--T-RI------- V-LGAA 824
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MAC.US.x.239
A.CI.88.UC2
A.DE.x.BEN
A.DE.x.PEI2
A.GH.x.GH1
A.GM.87.D194
A.GM.x.ISY
A.GM.x.MCN13
A.GM. x.MCR35
A.GW.86.FG
A.GW.86. Cﬂ
A.GW.87.CAM2CG
A.GW.x I
A.GW.x.MDS
A.IN.95 CRIK 147
A.IN.x

A.SN.BS ROD
B.CI.88.UC1
B.CI.AB485670
B.CI.x.EHO
B.GH.86.D205
B.JP.01.KR020
G.CI.92.ABT96
AB.CI.90.7312A
AB.CM.03.03CM 510 03
H2_01_AB. JP 04JP NMC307
H2”01”AB 7JP”NMC716
H2~01”. AB. JP 08JP NMC842
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.17EFR
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ
MAC.US.x.251_BK28
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MAC239_ 87082
MAC.US.x.MM142 —
MAC.US.x.SMM142B
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNE027
SMM.SL.92.SL92B
SMM.US.x.F236_H4
SMM. US . x . H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM. US.x.SME543
STM.US.x.STM

Env end
YLQYGWSYFHEAVQAVWRSATETLAGAWGD . LWETLRRGGRWILAIPRRIRQGLELTLL*
CEWIQ--F--IA-T-R------- Rﬁ.-CKAVQ I-»G---g---»---ﬁ IA---

CEWIQ--F--FA-TTR
CEWIQ-VL-VLA-TTR

QG-
CEWIQG- F--FA ATR
CEWIQ--F--LA-TTR

Q--FR-FA-I-R---TNT-R-.
-CEWIQ--F--FA-VTR- - -TS-CRG

F----CEWIQ--F--FA-T-GK---5-GRN.-CG-VE
F----CEWIQ--F--AA-TTG----5-CRS. <-A---
F----CEWIQ--F--AA-ATR CRG. - -RV-E

.- -KA- - -TAEA-

L---A---TAGA-

S-GV---AAGE-I
A---A

—_—

W-Q--I--AA-A-G----S-Al

W-Q--LR-AA-ATG- - - -5-GET. -
<o -IGW-Q--I--AT-A-G---TNTGRA. - - -A - -TA-A-V--==cnmmmmnn A---
-FS--FRWLQ- -CT-AT-A-Q- - -TST-RA. - -K- -GV =G - === mm o mm e e mmmm
~IGW-Q- - - - -AAGATG- - - - STGRT .
-IGW-Q--LR-AA-ATR- - - -5-GET.

A--GAA-A---

H- I W-Q--I--AA-A-G---TSTSRT. A---TA-G-I-
H- I-WLQ-----AA-A-G----S-SRT.I--A---TA-G-I-
H- I-WLQ-----AA-A-G---TN-SRT.I--A---AA-G-I-

------Q--K--F--FGKA-R- - -SRTGRE. - - - - - G-V---LR----mnnn- F--A---

-gwxxxxxz
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MAC.US.x.239
.88.UC2

.X.BEN

X PEIZ
.X.GH1
.87.D194
X ISY
.X.MCN13
.X.MCR35
.86.FG
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